2 (3.8%) t002 (2) CC7 16 (13.0%) 10 (13%) t091(9), t1943 (1) 6 (13.2%) t091 (5), t2932 (1) CC8 13 (11.7%) 9 (12%) t008 (7), t121 (2), 4 (11.3%) t008 (4), t190 (1), t292 (1) CC9 1 (0.8%) 1 (1.3%) t209 (1) CC15 25 (19.2%) 9 (15%) t084 (5), t346 (1), t499 (1) t15546 (1), t5497 (1) 16 (24.5%) t084 (9), t346 (3), t491 (1), t499 (1), t15664 (1), t15712 (1) CC22 21 (14.8%) 15 (19%) t005 (8), t006 (1), t032 (2), t223 (1), t417 (1), t310 (1), t17201 (1) 6 (13.2%) t005 (4), t449 (1), t420 (1) CC30 15 (11.7%) 11(14%) t012 (4), t018 (2), t021 (1), t122 (1), t253 (1), t789 (1) t1827 (1) 4 (7.5%) t012 (2), t021 (1), t338 (1) CC34 4 (3.1%) 2 (3%) t089 (1), t166 (1) 2 (3.7 %) t089 (1), t136 (1) CC45 16 (12.5%) 8 (11%) t015 (4), t073 (2), t505 (1), t1460 (1) 8 (15%) t004 (1), t015 (3), t073 (2), t331 (1), t15726 (1) ST101 2 (1.6%) 1 (1.3%) t056 (1) 1 (1.9%) t056 (1) CC121 2 (1.6%) 1 (1.3%) t159 (1) 1 (1.9%) t159 (1) CC182 1 (1%) 1 (1.3%) t493 (1) CC398 4 (3.1%) 1 (1.3%) t571 (1) 3 (5.7%) t571 (1), t1451 (2) Table S3 . Results from PCR for attribution to animal adapted subpopultions.
Canonical SNP in SAPIG 2511 Int3 sak chp scn sea sep C (human) T (animal) 5 (7) t002 (3) 
